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Supplementary Fig 1. Physico chemical analysis of Rac GTPase UKM 



 

Supplementary Fig 3. TMHMM2.0 analysis of the Rac GTPase UKM Protein. The graph indicates 

that this protein is largely and outer cell membrane protein with some component within the cell. 

Red is transmembrane, blue: inside cell and magenta: outside cell. 

 

 

 

Supplementary Fig 4. The SignalP 4.1 Prediction Network used to predict the presence of signal 

peptides in protein. Max. C pos. 24 value 0.110; max. Y pos. 11 value 0.115; max. S pos. 12 value 

0.142 and D position 1-10 value 0.115 cut off 0.450.  
 

 



 

Supplementary Fig 1. The disease symptoms shown by different rice varieties. (A) IR50 as the 

susceptible line to sheath blight, (B) UKMRC9 as showing moderate resistance. This is followed by 

(C) UKMRC2 and  (D) MR219. 











 

Supplementary Fig 5. Sequences of GTPases used for multiple sequence alignment. 

 


