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Measure Position Value Cutoff signal peptide?
max. C 34 0.e19
max. Y 34 0.677
max. S 19 0.944
Mean S 1-33 0.784
D 1-33 0:5735 0.450 YES

Name=Sequence SP='YES' Cleavage site between pos. 33 and

34: ASA-QON D=0.735 D-cutoff=0.450 Networks=SignalP-noTM

Supplementary Fig. 1 SignalP 4.0 Results of ChitT2 protein.
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. 2 TMHMM2.0 analysis of the ChitT2 Protein.
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>Chitinase Trichoderma T2
SSTILTALITLRRGPTAVISTHSPHPRPTFASIMVFLLRCLPTSALWHLRORTLOAVASRMATLFGERTYLSSRNM
FRTAGCGGTCNITTATCTVATLATLTOIATLSKDSSLRLTAMODLPSRAPOSRFRTTCRKYQVYLRNOQELAVVDMRTG
RAGROSLDGILGRLGWSSQRCSPWIWLDTNREPHHTEWLOCDORRLPRYSVRWHSVWENDMAPDTQVATPAEMCE
ARAAGATILLSIGGATAGIDLSSSAVADRFIATIVPILROYNFDGIDIDIETGLTNSGNINTLSTSQTNLIRITID
GVLAOMPSNFGLTMAPETAYVIGGSITYGSIWGAYLPITQORYVONGRLWWINMOYYNGDMYGCSGDSYAAGTVOG
FIZQTDCLNAGLTVOGTTIRKVPYDMOVPGLPAOSGAGGGYMNPSLVG

>gi| 66844760 |gb|EAL8S097.1| class III chitinase ChiA2 [Aspergillus
fumigatus Af2953]
MYFTTLLSALSTMAAAASAT.PHOLSSRASGAONVVYWGONGGGTVENNDLASYCTSTSGIDIIVLSFLYQ
YGNGNTIASGTIGQOSCYISPSGOPONCDALASATRTCQSRGVEVILSLGGAVGAYSLSSQAEAETIGONL
WEAYGNTOGNGNVPRPFGSTFVNGWDFDIESYSGNEYYQOYLINRLRSNFASDPSNOQYYITGAPQCPIPEP
NMOVIVTRAQFDYLWVOFYNNPGCSVNGPINYDOWVSNLANTPSANARIFIGVPASPLGATGTSSGAQYY
LOPSATASLVAEYRINPAFGGVMMWSAGEFSDANVNNGCTYAQEARRILTTGSPC

>gi|70983215|ref |XP_747135.1| class III chitinase ChiA2 [Aspergillus
fumigatus Af253]
MYFTTLLSALSTMAAAASAT.PHOLSSRASGAONVVYWGONGGGTVENNDLASYCTSTSGIDIIVLSFLYQ
YGNGNTIASGTIGQSCYISPSGOPONCDALASATRTCQOSRGVEVILSLGGAVGAYSLSSQAEAETIGONL
WEAYGNTOGNGNVPRPFGSTFVNGWDFDIESYSGNEYYQOYLINRLRSNFASDPSNQYYITGAPQCPIPEP
NMOVIVTRAQFDYLWVOFYNNPGCSVNGPINYDOWVSNLANTPSANARIFIGVPASPLGATGTSSGAQYY
LOPSATASLVAEYRINPAFGGVMMWSAGEFSDANVNNGCTYAQEARRILTTGSPC



>gi|129558257 |gb|EALS2453.2| class V chitinase, putative [Aspergillus
fumigatus Af253]
MASNPFNYCLLWLVAFIGLAAPLATLSFSTGNGTGCRTOSNIVAATEHFGEVNMEGGYRSIAYFVNWAIYO
RNYHAFDLPADRLTHVLYAFADVRPDSGEVFLRVAYADVDEHY PGDTWNEPGNNVYGCIRKQLFLLERONR
ELRVLLSIGGWTLSANLTOGTSTDAGRNTFAQSAARLLLDYGFDGIDIDWEYPONEVERQAYVSLLORCR
EATLDRAAGPNRRFLLTIACPAGPNNYSELELREMTPFLDFYNLMAYDYAGSWDSVAGHQANLFPSNGNPS
STPFSTIQATNYYTOVGGVPPSRKIILGMPLYGRDFLSTNGPGTPYSGNGAGSWEHGVWDYRALPOQPGATE
VFDQOAGASWSYDAGARTMVSYDTVTAAEMERVNEF IREQGLGGGMWWEASGDRGGRAANRADGSLIGTEFVE
GVGGVNALEQSONNLDYHESQFDNLRAGFEFP

>gi|146323424 |ref|XP_754491.2| class V chitinase [Aspergillus fumigatus
Af293]
MASNPFNYCLLWLVAFIGLAAPLATLSFSTGNGTGCRTOSNIVAATEHFGEVNMEGGYRSIAYFVNWAIYQ
RNYHAFDLPADRLTHVLYAFADVRPDSGEVFLRVAYADVDEHYPGDTWNEPGNNVYGCIRKQLFLLERQONR
RKLEVLLSIGGWTLSANLTOGTSTDAGRNTFAQSAARLLLDYGFDGIDIDWEYPONEVERQAYVSLLORCR
EATLDRAAGPNRRFLLTIACPAGPNNYSELELREMTPFLDFYNLMAYDYAGSWDSVAGHQANLEFPSNGNPS
STPFSTIQATNYYTOVGGVPPSRIILGMPLYGRDFLSTNGPGTPYSGNGAGSWEHGVWDYRALPOPGATE
VFDOOAGASWSYDAGARTMVSYDTVTAAEMRVNF IREQGLGGGMWWEASGDRGGRAANRADGSLIGTEFVE
GVGGVNALEQOSONNLDYHESQOFDNLRAGFEFP

>gi|432580|gb|28B28479.1| acidic class III chitinase SE2 [Beta wvulgaris]
MAARIVSVLFLISLLIFASFESSHGSOQIVIYWGONGDEGSLADTCNSGNYGTVILAFVATFGNGOTPALN
LAGHCDPATNCNSLSSDIRKTCOOAGIRVLLSIGGGAGGYSLSSTDDANTFADYLWNTYLGGOSSTRPLGD
AVLDGIDFDIESGDGRFWDDLARATLAGHNNGORTVYLSAAPQCPLPDASLSTATATGLEFDYVWVQEFYNNP
PCOYDTSADNLLSSWNOWTTVOANQI FLGLPASTDAAGSGFIPADATLTSQVLPTIRGSARYGGVMLWSER
YDSGYSSATIRSSV



>gi|472236402|gb|EMR81338.1| putative class iii protein [Botryotinia
fuckeliana BcDW1]
MYSTRSLIGFASMLAATLPSATAGFSSSSSNSVATIYWGOGPNOGTLASYCSNAGFDITIPIAFLISLNELTV
NVGNADPAQOVARDIVICOGLGRTILLSIGGATYTENELASADAATTARRNVWAAFGPRTSSSTTRPFGDA
VVDGFDFDIETOGLTNLDVFAQELRTLSDAETSKRRYYLTAAPQCPYPDOADRSFLOGAVSFDAVEVQEFYN
NNCGLNERFVRGSTTOSEFNMATWDEWASTTSENENVEVEVGIPGSTSAATTGYIDOATLTDLITYSKTFK
SFGGIMSWDMVTIIGNSGYLANINRATLGGVPASGSTGSSKTSARATTARATARPTTLTTRVRSTVVSSEV
VATTTARAAATTTARAADDOTTVSSAVASATAASGAVPOWSQCGGEGYTGSTVCASGFRCVETDDWWSAC
E

>gi|472237083|gb|EMR81557.1| putative class iii protein [Botryotinia
fuckeliana BcDW1]
MPSLSALAPLAGIIASTIPSVMAGFDPTSQOSNVAVYWGONSYGOGSGAYVOORLSYYCONTEINITPLAFL
SSINTPVLNFANQGDPCTVISGSTLFYCSELEADITTCORTYGRKTIMLSVGGATYTEGGFTSTOAATTARARA
NNLWSWFGPDTSGDIRPFGSAVIDGFDFDFESTVSNMPTFANQLRSTLMDTDTTRTWLLSAAPQCPYPDAR
DGPMLDGTVAFDIVWVOQEFYNNYCGVOSFVSSASIONNFNFDTWDNWARTVSLNPNVEVMLGIPSNTGAGA
GYTSGAATLASVIAYSKSFSSFGGIMMWDMSOLYANPGFLDAVNADLGRPAVIVEPVTTTTITSTVISTTTT
TTTSTTTSATTTSPGSTLTTITTTSASPTSTGGSLVNEWNQCGGOGWNGGTVCVAGTSCVAYSIWYSQCN
PN



>gi|21264396|sp|P46876.2|CHI1_CANAX RecName: Full=Chitinase 1; Flags:
Precursor
MIINLITLIATSIVASASNIAAYWGONAGGDOOTLGDYCSSSPASITIILSFLDGFPNLSLNFANQCSGTF
SSGLAHCSQIGSDIRSCOOOGRTILLSLGGATGNYGFSSDSEAVQFAGTLWNRFGGGEDSERPFDDAIVD
GFDFDIENRDOTGYRAATLATOIRRYFSTGTRSYYLSARPQCPYPDESVGDIMSOVDLDFAFIQFYNNYCSL
NOOFNWNSWSNYARGRSIEKLYLGLPGSSSSAGSGEFVGLSTVORVVASIRKGDSSFGGISIWDISSAENGGY
ILNQLYQATLSGSGSPARPSNSYOPNTPLTRTYGGSTATASAYISVGFTAGATHGSTTTNDLLAWIDSLEGS
SQOSSVOQYATPVOSVIATPOPVAATTTSAPRPTASAFNWEGWFDGTTTSTTLOTVYSTVPADQTVYVTLT
TTVGSOMLOSLFDERDVIZAEARSTNLOICWLLFIPLLATICS

>gi|1168933|sp|P40954.2 |CHI3_CANAL RecName: Full=Chitinase 3; Flags:
Precursor
MLYLLTIFSLLLPATATNARSNSNVAVYWGONSGGSQORLSYYCDSDAVDIVILSFMHQFPSPIQLNFAN
ACEGTYTANGILOCOTIAEDIRYCONRGRTILLSLGGAAGSYGFSDDATARQFAHTIWDLEGNSENLATN
DRPFYDAVLDGFDFDIENNWSTGYPALATELRTLFORDTSENYYLGARPOCPYPDASVGPLLRQOSEIDFEV
FIQFYNNYCNLGSSSFNWDTWLNYAETDSPNRNIRLEFVGVPASSRAAGSGYNDPSAVSQYLTSDILNSKY
FGGISMWDVSAGWSNTNSNGNFVENMEATIVRRASPGEETTSSSTTTTTTTTSTTISSSSSSSKTSKTSTT
STTSSSISSTTSSTTSSTSSSSTSSSTSSTTSSSTTSSQISTTSTAPTSSTSLSSSTISTSASTSDTTSV
TSSETTPVVIPSSLSSATITIPGDSTTTGISKSSSTRPATSTTSALSSSTTTVATIPDDREIINTPTDTET
TSRPPAIITESDATTITONLTPSTTTENVRTTSTNIVTEWNVWAPTTLRTLTTTYQILTTRTHIETVFAEP
STVVIYN

>gi|23499324|gb|AAN37391.1|AF435028_1 class III chitinase [Capsicum annuum]
MTINLLLPSILFLALIQTSIARSGIATIYWGONGNEATLNDTCASGNYAYVNLSFLNRFGNGQTPEINLAG
HCNPAVNGCTILGPOIRFCORLGVRVMLSMGGGVGNY SLASKRDARDVARYLYNNFLGGRSSFRPLGNAR
LDGIDFDIELGSSLYYEDLAQYLRRYSKRLGREMYLTAAPQCPFPDRLLGTALNTGLFDNVWIQFYNNPSC
QYTTNNVDDLENSWTRWTTSVNARRIFLGLPAAPQAAGSGFIPAEVLTGGILPVIKRSRRKYGGVMLWSKE
WDEQTGYSASIVESV



>gi|307155110|gb|ADN35435.1| class I chitinase isoform 2, partial [Castanea
satival]
EQCGROAGGAACANNLCCSQFGWCGNTAEYCGAGCQOSQCSSPTTTTSSPTASGGGGGDVGSLISASLEDQ
MLEYRNDPRCESNGEYTYNAFIAAARSFNGEFGTTGDVTTRERELAAFLAQTSHETTGGWATAPDGPYAWG
YCFIMENNROTYCTSEKSWPCVEGRQYYGRGPIQLTHNYNYGOAGRATGADLINNPDLVATNPTISFRKTAT
WEFWMTPOANRPSSHDVIIGNWRPSAADTSAGRVPSYGVITNIINGGLECGHGSDDRVANRIGEFYRRYCDT
LGVSYGNNLDCYNQRPFA

>gi|115502371|sp|P54197.2|CHI2_COCP7 RecName: Full=Endochitinase 2; Flags:
Precursor
MGPTNILAAFTAVSSLFIQSIATNPYARSNLAVYWGOGAGONRLSYFCERTSFDIIVVGFINVFPDOGPA
GWPGSNFGNQCADSYYYTRNGTRTRLLDGCYQIREDLPRCRALGRT ILLSILGGGAVHDFYEVRSEESATN
FADFLWGAFGPLTPDWTGPRPFGEASVDGFDFDIERGSNFGYSIMVRRLRELFLODPLNRYYISARAPQCT
MPDERYLSHATSNSAFDFIFIQFYNNPSCSARRWVTNPESVTYTVDDWVEY IRKESGNPLARLFIGLPASES
AAAREDYLTPGEATRIVSTYMARYPSTFGGMMVWEATASENNELGGLPYADIMREVLLRCDPDPPTSTVT
STTSASTSTOTSSOSTTMETRTLSASTTPSSPSTVSPSSTMOTTSTGSTSIETVTTRSQEPPSTTISTRS
ASTEPVTTRSQEPPSTTISTRSASTETVTTRSCEPPSTTISTWSASTETSTSSQDSPSTTISTRSAPTGT
VITRSODLPSTTISTRSPETETETATTRSQOGSPSITLSTRSSSAETVSTRSQHSSSTTISTRSAPTETGT
TSEHSTSMPVSTRSASTETVITRSONSDSQSMTVSTRSPSTESITTRSQGSPSETFSTRSVPVDTISTEL
PSOTPTTIITGTPSDPVSAPTTTVPPNPTLTLAPSSSTTEDRTTITTIITTSYVTVCPTGFTTVIITYTT
TYCPETASLTPTQPPIPGAPAPPPDGWITIVTVCPOQCAPTPTTVTLTVPTRSAFLPARTETRPVVTVVEV
PENPIRNVEPSESGDFVITVTTAAPATVIERTLEYNNPVDSDVNVOPTGGSSPVEFEGSAMTVRSMDVVARA
LITAGAAVIGLFLGL

>gi|263413885|sp|POCBS1.1|CHI1_COCPS RecName: Full=Endochitinase 1;
AltName: Full=CiX1l; AltName: Full=Complement-fixation antigen; Short=CF-2AG;
Short=CF-antigen; Flags: Precursor
MRFLIGALLTLOTLVOASSMSSMPNYYPVPEAPAEGGFRSVVYFVNWATIYGRGHNPODLEADQFTHILYA
FANTIRPSGEVYLSDTWADTDRHYPGDEWDEPGNNVYGCIKOMYLTLREKNNRNLETLLSIGGWTYSPNFETP
ASTEEGRERFADTSLELMEDLGFDGIDIDWEYPEDERQANDFVLILLRACREATLDAYSARHPNGRRFLLTI
ASPAGPONYNRLRLAEMDEYLDFWNLMAYDFSGSWDREVSGHMSNVEFPSTTRPESTPFSSDRAVRDYIRAG
VPANRIVLGMPLYGRAFASTDGIGTSENGVGGGSWENGVWDYRDMPOOGAQVTELEDIAASYSYDENERY
LISYDTVRIAGRRRAEY ITRNGMGGGMWWESSSDRTGNESLVGTVVNGLGGTGELEQRENELSYPESVYDN
LENGMPS

>gi|118200080|emb|CAJ43737.1| class III chitinase [Coffea arabical]
MTACLRPLFLAIISLIMISSILTRSSEGAGIAVYWGONGNEGSLEEACRSGYYDYVNIAFLVSFGSGQTPE
INLAGHCIPSPCTFLSSQIEVCOSLGIRVLLSLGGGGAGAGRGPILASPEDARGVAAYLWNNYLGGQSDS
RPLGAAVLDGIDFDIEYGSNLYWDDLARATLSGYSTAERRVYLSAAPQCFFPDYYLDVAIRTGLFDEVWVQ
FYNNPPCQYGTSTGNADNLLNSWSNDWAPHPGVNRLFLGLPAAPEARPSGGYIPPEVLINQILPVVQOSYP
RKYGGVMLWSREYDRNYSPATRPYVNGDPLTYTTRSVERSHAVA



>gi| 380484068 |emb|CCF40231.1| endochitinase [Colletotrichum higginsianum]
MLFRRSFLAAAAATSPATAHSSSQOPOSRAPSSFGGLSLYWGQYGDPSDRLSSYCDAPGVTSVAVSEFVTYS
PENSGGYPGTNFAGHCGGEVFYRNPRTGEDTRLIMNCDYIRQODIRHCOSRKGIRVLLATGGYCPTDGPCSY
DISSEDEGHOFAELIHRTFGPYDPTWSGPRPFDISATEHVSVDGFDFDLEFRKYPNQRPWIRMVERLRSVG
IYYISAAPQCPTSDTYFOLRELIYNAQFDSLFIQFYNNPGCOQASDTPNYDDWENVISQOTSKSKDARLYIG
VLASPGAGWNGYVPPSRVEELICRFESRPHFGGVSIWDATRGAMNOQIDGOAFHEAVADATLRYGCDPIPPK
TSTTSVSTSTPTSSLVSSTATSSTAVSTTSSASSSVSSESVSSSHSASASASSSGSASVSASVSASASAS
QTGTESVSTSTSASVSASASASASVSDSATHTSTITSLSSSASVSASASASASASVSDSATHTSTITSLS
SSASVSASSXAXRSAPTSARYH

>gi|477532312 | gb|ENH83552.1| class III chitinase [Colletotrichum orbiculare
MAFF 240422]
MLGRTTRPHFLMRLFVVLALLGVAVSRCSGFDPTSENNVVVYYGOGPNQGDLINQCQOPEIDVIVLSEFVH
LFPROANGYPGTNFGNRCGGOVYPGPGFNGVNDPSRDOLOSNCPSLNAQTIPVCOOQYGRRILLSLGGGVT
TYQOLTGRNEGELLATY LWHMFGPRSPDWTGPRPFDNDNSEGY IALVRLLRSLFQOQSASKPYYLTGAPQCIV
PDANMAAMISATOFDMIFVOFYNTPSCSAATWARANPSYAAGOQPYQEAGFTYDAWACWLSNTPSRDARIY
LTLPASPDAASDGNYITPEQTRSLVGAFYCRPSFGGIAVWEATRGDNNPYNGESFQAVMEDLLVAARATG
CEVEFRAESRSFYESRNEP

>gi| 442564139 |gb|BAET86622.2| class III endochitinase [Dactylis glomerata]
MATAHSRSASLLFLIAVTTFLAGPAAATGRTGOVAVFWGRNENEGSLREACDSGTYTIATIISFLDGFGHG
NHHLDLSGHDISRVGADIKHCOSKSILVFLSTGGFGGRYFMPSPRAVEAVADYLWNAFMLGTREGVYRPF
GDAYVDGIDFFVENGSPDNYDELARRIWNYNRKGFRARTPVOLTATPRCGFPDRHVERALATGLEFTRIFVR
FYDDPHCAARDWOOEWDRWTAAFGTSAQIYFGLPASERRVGYVYPRNLYYGITPVVQRAANYGGIMVWERE
DDREQTGYSSYATQWA



>gi|442564141|gb|AET86623.2| class IV endochitinase [Dactylis glomerata]
MARSPMAVFVALGLAAATLSAAGPARRONCGCQADFCCSRKFGFCGRTDDYCGDGCOSGPCRSGGGSSGGG
GDVGSIVTDDFFNGIKSQOSGSGCAGOSFYTROAFLSAVGSPSGSGFGSGSSDAARREIAAFFAHVTHETG
HFCYIEEINGASONYCDTGFPOWPCSSGARYYGRGPLOLTWNYNYGAAGRATGFDGINNPOQIVAQDNVVA
FRTALWYWMINVHGVLPOQGFGATIRAINGAVECDGENTAOMNARVGYYQAYCROQFGIDAGGSLTC

>gi|74621315|sp|Q88SI7.1|CHS1 _ENCCU RecName: Full=Chitin synthase 1;
AltName: Full=Chitin-UDP acetyl-glucosaminyl transferase 1; AltName:
Full=Class—-IV chitin synthase 1

MLSQOGEILRNPSRTRLORPPRSRSERRGWWYRVTI IFLTCLIPNFMLRCFGMTTPEVOHAWRERVATLCICT
FFCWIILGFTTYGMNTIICRGSNQYVASRLERDAFDGNTVIANGGIYYTDDEYAFGENHTYAFERRSGAC
RKLAFGROLPSGDEDIDDLERINDIYWDWGDIMSKGMIVVGNRVYDPSYCTEPLFEEFNRKYAGTEGEPDF
DTDEWRCYEDMFYAGRVATRTPGCLLADTMFWITTISIFGLIITRFLLGFFYSWYARRRPRPSPRITPCI
LLVTCYSEGRDGIRNTLDSLCRODYGYDYRLIVVICDGNITGSGNSMSTPDIVLGLSDVDRRAEPRGYIS
LTHGTRRYNRARVHAGYYHVREERRSRRYRCWPCFGROADSSEVENYRTRILVINRCGNPSETFRAGNRG
EKRDSOVILMSFFSRKLIYGDRMITELDFEIYORMRFLMPHIEPEDFECITMVDADTIVRPDALSIMVNVFET
DORVIGMCGETMILNRFESWVIMIQVFEYYISHHLSRAFESVFGGVTCLPGCFCMYRIRIVTNQOGOLLS
GPSKSRASVPRFSSMEKSILSSSLERSLCLPILANPATIINAYSVLEVRTLHORNLLHLGEDRYLTTLLLEKT
FYRRELVFIPAARCETYVPGEFSVLLSOQRRRWINSTIHNLFELVOVNNLCGAFCFSMOLVVVMELFGTLV
LPAATIFTFVMIAVSILIEPAWVPLIMLVGIFGLPAVLILITTMEIQYVFWCLVYILSIPIWNFVLPTYA
FWHFDNFSWGDTREKVDGEGREDEEGEFDHTRKIRIRELEEFLSEANK



>gi|2934696|dbj|BRAR25015.1| class III acidic endochitinase [Glycine max]
MASEROATMLILLTTFFFTIRPSQASTTGGITIYWGONIDDGTLTSTCDTGNFEIVNLAFLNAFGCGITP
SWNFAGHCGDWNPCSILEPQIQYCQOORGVRVFLSLGGARGTYSLCSPEDAREVANYLYONFLSGRPGPLG
SVITLEGIDFDIELGSNLYWGDLARELDATLRHONDHYFYLSAZPOQCFMPDYHLDNATRTGLEFDHVNVQEYN
NPPCQYSPGNTQLLENSWDDWI SNVLPNNSVFFGLPASPDAAPSGGYIPPOVLISEVLPYVRQOASNYGGV
MLWDRYHDVLNYHSDOIRDYVPRYAMRFVTAVSDAIYESVSARTHRILORRPY

>gi|12698917 |gb|AAR01734.1|AF335589 1 chitinase class I [Glycine max]
MENMELCSVMLCLSLAFLLGATAEQCGTQAGGALCPNRLCCSERFGWCGDTDSYCGEGCQOSQCRSATPSTP
TPTTPSSGGDISRLISSSLFDOMLEYRNDGRCSGHGFYRYDAFIAAAGSFNGFGTTGDDNTREREIAAFT
AQTSHETTGGWASAPDGPYAWGYCFINEONQATYCDGGNWPCAAGRRYYGRGPIQLTHNYNYGQAGRALG
LDLINNPDLVATDATVSFRTALWEFWMTAQOGNRPSSHDVITGRWTPSSADSSAGRAPGYGVITNIINGGLE
CGHGODNRVODRIGFYRRYCOMMGISPGDNLDCNNQRPFA

>gi|351726922 | ref |[NP_001236631.1| class III acidic endochitinase precursor
[Glycine max]
MASEROQATMLILLTTFFFTIRPSOQASTTGGITIYWGONIDDGTLTSTCDTGNFEIVNLAFLNAFGCGITP
SWNFAGHCGDWNPCSILEPQIQYCOQORGVRVFLSLGGARGTYSLCSPEDAREVANYLYONFLSGRPGPLG
SVITLEGIDFDIELGSNLYWGDLARELDATLRHONDHYFYLSAAPQCFMPDYHLDNATRTGLFDHVNVQEYN
NPPCOYSPEGNTOLLENSWDDWTSNVLEPNNSVFFGLPASPDAAPSGGYIPPOVLISEVLPYVREQASNYGGV
MLWDRYHDVLNYHSDOIRDYVPRYAMRFVTAVSDATIYESVSARTHRILORRPY



>gi|1469788|gb|RAB67842.1| class I chitinase [Gossypium hirsutum]
MSFLOALSIFLLLLLYVVVGSAEQCGROAGGALCPGGLCCSQFGWCGSTADYCTVPGCOSQCSGSGPAPG
PGGLTNLISRETFNCMLLHRNDGACPARGFYTYDAFIARAARSFPAFATTGDOATRRREIAZAFLAQTSHET
TGGAGWARAPDGPYAWGYCYNRELNPPSSYCASDPNYPCAPGRQYFGRGPMOLSWNYNYGQCGRATGVDLL
NNPDLLSSDPTISFRSAFWFWMTPOSPRPSCHNVIIGAWSPSSSDRAAGRVPGYGVITNIINGGLECGRG
WNAQOVEDRIGFYRRYCDILGVSYGNNLDCYNQSPFGNGVSVDSM

>gi|1791007 |gb|AAB68047.1| class I endochitinase [Gossypium hirsutum]
EQCGROAGGALCPGGLCCSQFGWCGSTADYCTVPGCQOSQCSGSGPAPGPGGLTNLISRETFNOMLLHRND
GACPARGFYTYDAFIAAARSFPAFATTGDOATRERETIAAFTLAQTSHETTGGAGWAAPDGPYAWGYCYNRE
LNPPSSYCASDPNYPCAPGROYFGRGPMOLSWNYNYGQOCGRATIGVDLLNNPDLLSSDPTISFRSAFWFWM
TPOSPRPSCHNVIIGAWSPSSSDRAAGRATGYGVITNIINGGLECGRKGWNAQOVEDRIGFYRRYCDILGVS
YGNNLDCYNOSPFGNGVSVDSM

>gi|3334147|sp|0Q39799.1|CHI1_GOSHI RecName: Full=Endochitinase 1; Flags:
Precursor
MSFLOALSIFLLLLLYVVVGSAEQCGROAGGALCPGGLCCSQFGWCGSTADYCTVPGCOSQCSGSGPAPG
PGGLTNLISRETFNCMLLHRNDGACPARGFYTYDAFIARARSFPAFATTGDOATRRREIZAFLAQTSHET
TGGAGWARAPDGPYAWGYCYNRELNPPSSYCASDPNYPCAPGRQYFGRGPMOLSWNYNYGQCGRATGVDLL
NNPDLLSSDPTISFRSAFWFWMTPOSPRPSCHNVIIGAWSPSSSDRAAGRVPGYGVITNIINGGLECGRG
WNAQVEDRIGFYRRYCDILGVSYGNNLDCYNQSPFGNGVSVDSM

>gi|298106225|gb|ADIS56257.1| class I chitinase [Gossypium hirsutum]

MSFLOATLSTIFLLLLLYVVVGSAEQCGROAGGATLCPGGLCCSQFGWCGSTADYCTVPGCQSQCSGSGPAPG
PGGLTNLISRETFNCMLTLHRNDGACPARGFYTYDAFIAAARSFPAFATTGDOATREREIAAFLAQTSHET
TGGAGWARPDGPYAWGYCYNRELNPPSSYCASDPNYPCAPGROQYFGRGPMOLSWNYNYGOQCGRATGVDLL
NNPDLLSSDPTISFRSAFWFWMTPOSPRPSCHNVIIGAWSPSSSDRAAGRVPGYGVITNIINGGLECGRG

WNAQVEDRIGFYRRYCDILGVSYGNNLDCYNQSPFGNGVSVDSM
>gi|2506281|sp|P11955.4|CHI1_HORVU RecName: Full=26 kDa endochitinase 1;

Flags: Precursor
MRAFVLFAVVAMAATMAVAEQCGSQAGGATCPNCLCCSRFGWCGSTPYCGDGCOSQCSGCGGGSTPVTPT
PSGGGGVSSIVSRALFDRMLILHRNDGACOQARGFYTYDAFVARASAFRGFGTTGGTDTREREVAAFLAQTS
HETTGGWATAPDGAFAWGYCFRQERGATSNYCTPSAQWPCAPGEKSYYGRGPIQLSHNYNYGPAGRAIGVD
LLRNPDLVATDPTVSFRTAMWEWMTAQAPRPSSHAVITGOWSPSGTDRAAGRVPGFGVITNIVNGGIECG
HGODSRVADRIGFYRRYCDILGVGYGNNLDCYSQRPFA

>gi| 45934508 |gb|2AS75333.1| endochitinase class III PR3 [Malus x domestica]
NSLVIIYWGONGNEGTLVDACNSGNYQFVNIAFLTTFGNNQAPVINLAGHCDPISSTCTGLSVDIRACQOS
ONIRVLLSIGGAVGSYNLTSADDARQVADY IWNNFLGGOSASRPLGDAVLDGVDFAIVIGGGQFYDELAR
LLNGHNROARTVYLAAAPOCPIPDAHLDGATQTGLEFDYVWVQFYNNPPCNRIPAA



>gi|485920234 |gb|EOD46321.1| putative class iii protein [Neofusicoccum
parvum UCRNP2]
MPSTSTLASVVVGLSALRVVOAGEFDNTSSSNIAVYWGONSYGOGTGDLAQORTLAYYCANDDIDVIPMAFM
TVITDTTGHPOLNFANQOGDRCTTFDGTSLENCTELATDIPICQEQYNRTITLSIGGATYTEGGFSNETEA
QAR DMIWATFGPNONDSSVLRPFGDAATLDGFDFDFESTVSNMAPFAQRLRDILMDASEAADGEHRILTAR
POCPFPDAADDOFLSGPAGDGAGAVPMDAVLVOFYNNYCGOOSYVAGAADOWNEFNFATWDNWARTLSANA
GVRVLLGVPASATAAGSGYRSAADMAPIIDYVENFTSFGGVMMWDVSQAYANTGFLDGVEGELEDARRAEE
PEYCG

>gi|11558417 |emb |CAC17793.1| endochitinase [Nicotiana sylvestris]
MRLREFTALSSLLEFSLLLLSASAEQCGSQAGGARCASGLCCSEFGWCGNTNDYCGPGNCOSQCPGGPTPP
GGGDLGSIISSSMFDOMLEHRNDNACOGRGEFYSYNAFINAARSFPGFGTSGDTTARRRETIAAFFAQTSHE
TTGGWATAPDGPYAWGYCWLREQGSPGDYCTSSGOWPCAPGREYFGRGPIQISHNYNYGPCGRATGVDLL
NNPDLVATDPVISFRSALWFWMTPOSPRPSCHDVIIGRWOPSSADRAANRLPGFGVITNIINGGLECGRG
TDSRVQODRIGFYRRYCSILGVSPGDNLDCGNQRSFGNGLLVDTM

>gi|195843|emb|CAA45821.1| chitinase C class I [Nicotiana tabacum]
MRLLEFTALSSLLVLFLLLAVSAEQCGRQAGGARCPSGMCCSNFGWCGNTODYCGPGRCOSQCPSGPGPT
PRPPTPTPGPSTGDISNIISSSMFDOMLEHRNDNTCOGRSFYTYNAFITAZRSFRGEFGTTGDTTRREREV
AAFFAQTSHETTGGWDTAPDGRYAWGYCYLREQGNPPSYCVOSSOWPCAPGORYYGRGPIQISYNYNYGP
CGRAIGONLLNNPDLVATNAVVSFERSATWFWMTAQSPRPSCHDVITGRWTPSAADRAANRLPGYGVITNI
INGGLECGHGSDARVODRIGFYRRYCSILGVSPGDNIDCGNQRSENSGLLLETM

>gi|19847|emb|CARA45822.1| chitinase B class I [Nicotiana tabacum]
MRLREFTALSSLLFSLLLLSASAEQCGSQAGGARCASGLCCSEFGWCGNTNDYCGPGNCQSQCPGGPTPP
GGGDLGSIISSSMFDOMLEHRNDNACOGRGFYSYNAFINAARSFPGFGTSGDTTARRREIAAFFAQTSHE
TTGGWATAPDGPYAWGYCWLREQGSPGDYCTPSGOWPCAPGRRYFGRGPIQISHNYNYGPCGRAIGVDLL
NNPDLVATDPVISFRSALWFWMTPOSPRPSCHDVIIGRWOPSSADRAANRLPGFGVITNIINGGLECGRG
TDSRVODRIGFYRRYCSILGVSPGDNLDCGNQRSFGNGLLVDTM

>gi|116323|sp|P29059.1|CHI3 TOBAC RecName: Full=Endochitinase 3; Flags:
Precursor
MRLLEFTALSSLLVLFLLLAVSAEQCGRQAGGARCPSGMCCSNFGWCGNTODYCGPGRCQSQCPSGPGPT
PRPPTPTPGPSTGDISNIISSSMFDOMLEKHRNDNTCOGERSFYTYNAFITAARSFRGFGTTGDTTRREREV
AAFFAQTSHETTGGWDTAPDGRYAWGYCYLREQGNPPSYCVOSSCOWPCAPGORYYGRGPIQISYNYNYGP
CGRAIGONLLNNPDLVATNAVVSFRSATWFWMTAQOSPRPSCHDVITGRWTPSAADRAANRLPGYGVITNI
INGGLECGHGSDARVODRIGFYRRYCSILGVSPGDNIDCGNQRSENSGLLLETM



>gi|2425170|dbj|BRARA22266.1| basic class III chitinase OsChib3b [Oryza
sativa Japonica Group]
MMTSRMFSAMOMLIMVVVALAGLAAGTRAGDIATYWGONGNEGTLAQT CATGNYRFVIVAFLPVEFGRGQT
PVLNLAGHCDPASNGCTGVGADIRSCOSLGIRVMEFSIGGGVGNYGLSSRDDARQVAAYLWNNYLGGTSPS
RPLGDAVMDGIDFDIESGGGMYWDDLARYLRAYSROGSSKRPVYLTAAPQCPFPDASLGVALSTGLEFDYV
WVOFYNNPPCQYSSSNGVGNLASAWROW TSI PAGRVFLGLPVAAEAAGSGFVETSDLVSERVLPVVRERSPK
YGGIMLWSRYYDGLTGYSDRVRSSV

>gi|114152783|sp|P25765.2|CHI12 ORYSJ RecName: Full=Chitinase 12; AltName:
Full=Basic endochitinase 2; AltName: Full=Pathogenesis related (PR)-3
chitinase 12; Flags: Precursor
MRATAVVAMVATAFIAALAVHAEQCGSQAGGAVCPNCLCCSQFGWCGSTSDYCGAGCOSQCSARGCGGGGP
TPPSGSGGSGVASIVSRSLFDOMLLHRNDAACPASNFYTYDAFVARASAFPGFAAAGGDADTNRREVAAF
LAQTSHETTGGWATAPDGPYAWGYCFREENGGAAGPDYCOOSAQWPCAAGRRYYGRGPIQLSYNENYGEPA
GOATGADLLGDPDLVASDATVSFDTAFWFWMT POSPRPSCHAVATGOWTPSADDOAAGRVPGYGVITNIT
NGGLECGHGEDDRVADRIGFYRRYCDILGVSYDANLDCYSQRPFGS

>gi| 425772463 |gb|ERV10864.1| Class III chitinase, putative [Penicillium
digitatum PHIZ26]
MRHHOGLLSWSIFLASLGGAQARLDLNSASNIVVYWGONSFNGRGDRAQOPLAHYCDDDDIDVIPMAFDM
MVNGPGGAPEIDFSVISEKDCDLFEGTOLENCPLIGEDIATCQERNRTILLSIGGATYSEGGFRSEEDARD
GARLMWETFGPRREGSRKAFRPFGDVALDGFDFDFEANVOHMAPFANELRSIMRADESRKQOFYLTAAPQCP
YPDOADREILNGPVYIDATIWVOFYNNYCGVNTENSDSSRGEYNFEEWDNWARTVSNNREDVEVIIGVPAFT
TAASTGYIPASQLDRVIEYTRRFESFGGVMMWDATQAYGNEGFIRKDVRESLGPANDSGSSSPDPVSTTTP
TSASTDSTRTTEPTRTTEPTRTTEQTRPRTTTTTSSSSNVPDSSHSSSSSSSASASHRGVEETTTATTNE
ORTTITATITITATITDHRPOSTEAEPTPTGTTSAETTATPTSTASSHDESDSSTDDSQPSSDDGSDDGS
DSNALSSILGNDLLTLLSGLROANNIASGVTHGPSNNLRRAQRNRT



>gi|28848552|gb|2aRr047731.1| acidic class III chitinase [Rehmannia
glutinosa]
MAAVRAATLLFILPVEFSALSSRNASGRISIYWGONGNEGTLAETCATGNYHYVNIAFLPTFGNGOTPMINL
AGHCDPTITNGCTHLSSQIRSCOARGIRVMLSIGGGAGSYYLSSSODAROQVATYLFNNFLSGESSPRPLG
DATLDGIDILDIEGGTDLYWDDLARYLSNYGRERGREVYLTAAPQCPFPDYYIGNALOTGLEFDYVWVQFYNN
PPCQYSSGMDSFERAWRDWNSIPAGEIFLGLPASAQAAGTGFVPAGDLTSOVLPATRGSARYGGVMLWDK
YHDTGYSSSIKEKDV

>gi|116319|sp|P25027.1|CHI2 RHIOL RecName: Full=Chitinase 2; Flags:
Precursor
MLTRTFLGMAISAFLASTGVOAAWSSHGPNVMYYWGONSAGGSNTOASLGTYCESGOVDAVLLSFLHVEN
VGGIPEINLSSACAGTYFPNTQLLSCPAVGADIRRCODRGVREVILSLGGAAGVYGFTSDAQGOOFAQTIW
NLFGGGNSDTRPFGDAVIDGVDLDIEGGSSTGYVAFVNALROQRFSSNFLIGAAPQCPFPDATILGSVLNSA
SFDYVNVOFYNNYCSATGSSENFDTWDNWARTTSPNENVRIMFTVPGSSTAARGSGYVPMSTLOTIVPSLA
SKYSSYGGVSVWDASQAWNNGGEFNSQLYSLVHSGGSTPPPPSSSSATRTTTRTTATSTRTTTTTAPTATS
TPGSCPVANQPCSTONQYACTADGRYAVCDHGEWVASSCPSNTVCIPTTDGASIYCGYATGSGSTCPSVS
ALEITAASLGSENGPVPRPYRASKVAROTLAVTSTDENSFEAVINARRTTLTPFERSVIIEFTTPSNIKET
ESDMGPVROVGNEVRIQARNDYNESMTLVVEVEGSINSGVEVAPSTSAWNERK



>gi|171334|gb|28A34535.1| endochitinase [Saccharomyces cerevisiae]
MSLLYIILLFTOFLLLPTDAFDRSANTNIAVYWGONSAGTQESLATYCESSDADIFLLSFLNOQFPTLGLN
FANACSDTFSDGLLHCTOQIAEDIETCOSLGRRVLLSLGGASGSYLFSDDSQAETFAQTLWDTFGEGTGAS
ERPFDSAVVDGFDFDIENNNEVGYSATRTRLRTLFAEGTROQYYLSAAPOCPYPDASVGDLLENADIDFAF
IQFYNNYCSVSGOFNWDTWLTYAQTVSPNRNIRLFLGLPGSASAAGSGYISDTSLLESTIADIASSSSEG
GIALWDASQAFSNEINGEPYVEILRNLLTSASOTATTTVATSKTSAASTSSASTSSASTSQRRTTQOSTTS
TOSKSRVTLSPTASSATIRTSITOTTRTLTSSTRTRSSLGTITTTESTLNSVAITSMRTTLSSQITSAALVT
POTTTTSIVSSAPIQOTAITSTLSPATRSSSVVSLOTATTSTLSPTTTSTSSGSTSSGSTSSDSTARTLAR
ELNAQYAAGRLNGRSTCTEGEIACSADGRFAVCDHSAWVYMECASGTTCYAYDSGDSVYTQCNESYLESN
YF

>gi|1144307 |gb|AAB08443.1| chitinase, class II [Solanum lycopersicum]
MRLLVLGLFSVLCLRCVLSONISSLISENLFERILVHRNDAACGARGFYTYEAFITATRTFARAFGTTGDT
NTRNREIAAFLAQTSHETTGGWATAPDGPYSWGYCYRQEQGSPGDYCASSQOWPCAPGRRKYFGRGPIQIS
YNYNYGAAGSATIGVNLLNNPDLVANDAVVSFRTALWFWMTAQOPRPSAHDVITGRWSPSVADSAAGRVPG
FGVITNIINGGMECNSGSNATIMDNRIGEFYRRYCOILGVDPGNNLDCANQRPFG

>gi|1705805|sp|P52403.1|CHI1_SOLTU RecName: Full=Endochitinase 1; Flags:
Precursor
EFTTLFLLEFSVLLLSASAEQCGSQAGGALCASGLCCSRFGWCGDTNDYCGPGNCQSQCPGGPGPSGDLGG
VISNSMFDOMLNHRNDNACOGRGNFYSYNAFISAAGSFPGFGTTGDITARRREIAAFFAQTSHETTGGWP
TAPDGPYAWGYCFLREQGSPGDYCTPSSQWPCAPGRRYFGRGPIQISHNYNYGPCGRAIGVDLINNPDLV
ATDSVISFRSAIWFWMTPQOSPRPSCHDVITGRWOPSGVDOAANRVPGFGVITNIINGGLECGHGSDSRVQ
DRIGFYRRYCGILGVSPGDNLDCGNQRSFGNGLLVDTM



>gi|1705808|sp|P52404.1|CHI2 SOLTU RecName: Full=Endochitinase 2; Flags:
Precursor
EFTTLFLLEFSVLLLSASAEQCGSQAGGALCASGLCCSREFGWCGNTNDYCGPGNCOSQCPGGSPGDLGGVI
SNSMFDOMINHRNDNACOGRGNEFYSYNAFISAAGSFPGFGTTGDITARRREIAAFFAQTSHETTGGWASA
PDGPYAWGYCFLREQGSPGDYCTPSNCOWPCAPGRRYFGRGPIQISHNYNYGPCGRATIGVDLLNNPDLVAT
DSIISFRSATWFWMTPOSPRPSCHDVITGRWOPSGTDOAANRVPGEFGVITNIINGGLECGHGSDSRVQODR
IGFYRRYCGILGVSPGDNLDCGNQRSFGNGLLVDTV

>gi|1705809|sp|P52405.1|CHI3_SOLTU RecName: Full=Endochitinase 3; Flags:
Precursor
EFTIFSLLEFSLLLLNASAEQCGSQOAGGALCAPGLCCSRFGWCGNTNDYCGPGNCQOSQCPGGPGPSGDLGG
VISNSMEFDOMLNHRNDNACQGENNFYSYNAFISAAGSFPGEFGTTGDITARRREIZAFLAQTSHETTGGWP
SAPDGPYAWGYCFLREQGSPGDYCTPSSOWPCAPGRRYFGRGPIQISHNYNYGPCGRAIGVDLINNPDLV
ATDSVISFERSATITWFWMTPOSPRPSCHDVITGRWOPSGADOAANRVPGFGVITNIINGGLECGHGSDSRVQ
DRIGFYRRYCGILGVSPGDNLDCGNQRSFGNGLLVDTV

>gi1|1705810|sp|P52406.1|CHI4 SOLTU RecName: Full=Endochitinase 4; Flags:
Precursor
EFTALSLLFSLLLLTASAEQCGROAGGARCAAGLCCSNFGWCGNTNDYCGPGRCQOSQCPSGPSPRPPTPG
PGPSGGDIGSVISNSMFDOMLERHRNDNACOGRENNFYSYNAFINAARSFGGFGTTGDTTARRREIAAFFAQ
TSHETTGGWPTAPDGPYAWGYCFLREQGSPGDYCTPSGOWPCAPGRERYFGRGPIQISHNYNYGPCGRAIG
VDLLNNPDLVATDPVISFRSATWFWMTPOSPRPSCHDVIIGRWOPSAADRAANRLPGFGVITNIINGGLE
CGRGSDSRVQDRIGFYRRYCGI

>gi|308212836|gb|AD021646.1| class III chitinase [Tamarindus indica]

YWGONGNEASTAEACATGRYSYVNIAFLNRFGNGOQAPETFIAGHCGPPFSNNCSLVGSDIRKRCONQGIRKV
MLSIGGASGSSYSLASSGDARNVSDYLWNNFLGGESSSRPLGDAVLDGIDFEILNNSTRYHEDLAGHLES
HSTTTORYVYLSAAPOCPFPDAYLGTLROTGLFDYVWVOFYNDPHCQYSOGNVDDLMESWREKSWSIHLEKER

EVFLGLPASPRARAGGYVPPDVLNSQILPATRGSSYGGVMLW

>gi| 524951 |gb|22280656.1| class I chitinase [Theobroma cacao]

MSFRALSVFSLFLSYLILGSAEQCGRQAGGALCPGGLCCSQFGWCGNTDDYCRERENGCQOSQCSGSGGDTG
GLDSLITRERFDOMILLHRNDGGCPARGFYTYDAFIAARARSFPAFATTGDDATREREVAAFLAQTSHETTG
GAGWAAPDGPYTWGYCYNREINPADYCOWDPNYPCAPGROYFGRGPMOLTWNYNYGOCGRATIGVDLLNNP
DLLATDPTISFRSAFWFWMTPOSPRPSCHDVIIGAWSPSGSDOARAGRVPGFGLITNIINGGLECGOQGWNA

EVEDRIGFYRRYCDTLGVGYGNNLDCYNQRSYNNGPSVDSM



>gi|13124019|sp|Q41596.1|CHI1 THECC RecName: Full=Endochitinase 1; Flags:
Precursor
MSFRALSVFSLFLSYLILGSAEQCGROAGGALCPGGLCCSQFGWCGNTDDYCRRENGCOSQCSGSGGDTG
GLDSLITRERFDOMLLHRNDGGCPARGFYTYDAFIARARSFPAFATTGDDATREREVAAFLAQTSHETTG
GAGWAAPDGPYTWGYCYNREINPADYCOWDPNYPCAPGROQYFGRGPMOLTWNYNYGQCGRATIGVDLLNNP
DLLATDPTISFRSAFWFWMTPOSPERPSCHDVIIGAWSPSGSDOAAGRVPGEFGLITNIINGGLECGQGWNA
EVEDRIGFYRRYCDTLGVGYGNNLDCYNQRSYNNGPSVDSM

>gi|133753040|gb|2B038127.1| endochitinase [Trichoderma atroviride]
MPSLTATLASATLATLVPSVFAGWNVNSEONIAVYWGONSAGOOSTOORLSTYCSDANINVIDIATLNGITPPM
TNFANAGDRCTPFSDNPWLLSCPEIEADIKTCOANGRTILLSLGGDSYTOGGWSSASAAQARANOVWAME
GPVOSGSSAERPFGSAIVDGFDFDFEATTNNLAAFGAQLRSLSNAAGGRRYYFSARPOCFFPDAAVGATLT
NAVPMDWIQIQFYNNPCGVSGYTPGTSSONNYNYQTWDTWARTSPNPNVRELLVGIPAGPGAGRGYVSGSQ
LTSVFQYSRGFSSTFAGAMMWDMSQLYONTGFEAQVVNALR

>gi|19073001|gb|AAL84697.1|AF395758_1 endochitinase class V precursor
[Trichoderma virens]
MLASKPLTMFRLLCVVLAVAARVAVANPATLSARCDDPRAHLSPLTEPVPTVPTADLPIDLPPIELEPIS
PEDIEEAGQOPDPPSWLTEPSPVPVDSESPVLDFSPTSPODPRPRLPGLNVPTNDGDDGHSSRRGYSESFR
RENVVYFTDWSIYGAGFLPONLPADDITHLLYAFAGIAADGSVVVYDPWADEQRLLGRRNTQGESVHGAV
EQVFLLENRYRHMRTLLSIGGWTASQEGRFGPAISSPEGRRRFAETAVRLIADWGFDGLDVDYEYPANPQ
DAONFVLLLOECRRALDEYAGRNGONYHYLLTVATPAGPEHYSLLDMRAMDOYVDAWHLMAYDYAGSWDT
VSGOOANLYPDLENPDSTRFNTDOAVGDY IARGIDPRRIVLGLPLYGRSFTITNTDGLGRPYSGIGOGSIEP
GVWLYRDLPRPGATVYVNSYTVSAYTYDPATRELVSYDNVETARTLRAEYLOSRGLGGAVFWERAGDRTGE
ESLIRTLAREMGHLDNSINMVHYPESRYTNIQONPSW



>gi|13124019|sp|Q41596.1|CHI1 THECC RecName: Full=Endochitinase 1; Flags:
Precursor
MSFRALSVFSLFLSYLILGSAEQCGROAGGALCPGGLCCSQFGWCGNTDDYCRRENGCOSQCSGSGGDTG
GLDSLITRERFDOMLLHRNDGGCPARGFYTYDAFIAAARSFPAFATTGDDATRERREVAAFLAQTSHETTG
GAGWAZPDGPYTWGYCYNREINPADYCOWDPNYPCAPGRQYFGRGPMOLTHWNYNYGOCGRATIGVDLLNNP
DLLATDPTISFRSAFWFWMTPOSPREPSCHDVIIGAWSPSGSDOAAGRVPGFGLITNIINGGLECGOGWNA
EKVEDRIGFYRRYCDTLGVGYGNNLDCYNQRSYNNGPSVDSM

>gi|133753040|gb|2B038127.1| endochitinase [Trichoderma atroviride]
MPSLTATLASATLATLVPSVFAGWNVNSEKONTIAVYWGONSAGOOSTOORLSTYCSDANINVIDIATLNGITPPM
TNFANAGDRCTPFSDNPWLLSCPEIEADIKTCOANGRKT ILLSLGGDSYTQOGGWSSASAAQARANOVWAME
GPVOSGSSAERPFGSATIVDGFDFDFEATTNNLAAFGAQTLRKSLSNAAGGRRYYFSAAPOCFFPDAAVGALT
NAVPMDWIQIQFYNNPCGVSGYTPGTSSONNYNYQTWDTWARTSPNPNVRLLVGIPAGPGAGRGYVSGSQ
LTSVFQYSRGFSSTFAGAMMWDMSOQLYONTGFEAQVVNALR

>gi|19073001|gb|AALB84697.1|AF395758_ 1 endochitinase class V precursor
[Trichoderma virens]
MLASRKPLTMFRLLCVVLAVAARVAVANPATLSARCDDPRAHLSPLTEPVPTVPTADLPIDLPPIELEPIS
PEDIEEAGOPDPPSWLTEPSPVPVDSESPVLDFSPTSPODPRPRLPGLNVPTNDGDDGHSSREGYSESFR
RENVVYFTDWSIYGAGFLPONLPADDITHLLYAFAGIAADGSVVVYDPWADEQRLLGERRNTQGESVHGAV
EQVFLLENKYRHMRTLLSIGGWTASQEGRKFGPATISSPEGRRRFAETAVRLIADWGFDGLDVDYEYPANPQ
DAONFVLLTIOECRRALDEYAGRNGONYHYLLTVATPAGPEHY SLLDMRAMDOYVDAWHLMAYDYAGSWDT
VSGOOANLYPDLENPDSTRFNTDOQAVGDY IARGIDPRRIVLGLPLYGRSFITNTDGLGRPYSGIGOGSIEP
GVWLYRDLPRPGATVYVNSYTVSAYTYDPATRELVSYDNVETARTRAEYLOSRGLGGAVFWERAAGDRTGE
ESLIRTLAREMGHLDNSTNMVHYPESRYTNIQONPSW

>gi|19073003|gb|AAL.B4698.1|AF395759 1 endochitinase class V precursor
[Trichoderma virens]
MLASKPLTMFRLLCVVLAVARRVAVANPATLSARCDDPRAHLSSLTEPVPTIPTADLPIDLPPIELEPIS
PEDIEEAGQOPVPPSWLTEPSPVPVDSESPVLDSSPTSPODPRPRLPGLNVPTNDDDDDGHSSRRGYSESF
RRENVVYFTDWSIYGAGFLPONLPADDITHLLYAFAGIAADGSVVVYDPWADEQRLLGERNTOGESVHGA
VEQVFLLENRYRHMRTLLSIGGWTASCEGRFGPATISSPEGRRRFAETAVRLLADWGFDGLDVDYEYPANP
ODAONFVLLLOECRRALDEYAGRNGONYHYLLTVATPAGPEHY STLLDMRAMDOYVDAWHILMAYDYAGSWD
TVSGQOANLYPDLENPDSTRENTDOAVGDY TARGIDPRRIVLGLPLYGRSFTNTDGLGRPYSGIGQOGSIE
PGVWLYRDLPRPGATVYVNSYTVSAYTYDPATRELVSYDNVETARLEAEYLOSRGLGGAVFWEARGDRTG
EESLVRTLAREMGHLDNSINMVHYPESRYTNICONPSW



>gi|19073005|gb|ARL.84699.1|AF395760 1 endochitinase class V precursor
[Trichoderma virens]
MSGDGYRSVAYFVNWAIYARRKHRPODLPVDRELTHVLYAFANVRODSGEVHMT DGWADTDIHWEGDSWNDT
GNNMYGCLEQLNLLERERNRNLERVLLS IGGWTYSGNFRGPASTOOGRETFARSSLELLRNLGFDGLDIDWE
YPONADEARNFVELLATVRRELDAY SATLONYSHFELTVACPAGPTHFORLDVPGMDOYLDFWNLMAYDY
AGSWDQOTSGHQANLHPSHDNPTSTPFSTDAATDEFYTRNGVAPSKIVLGMPIYGRAFENTDGPGRPYNGIG
EGSWENGIFDYRKVLPLOGSQEIYDOATGSSYCYNPOTRRLVSYDTPHASRVRAGY IREWGLGGEGMWWESS
GDREGHDSLIGIVVNEFGGPGALORRINCIEYPOSKYDNLENGFPYN

>gi|210161999|gb|ACJ05604.1| endochitinase [Trichoderma virens]

GPASTQOGRETFARSSLELLRNLGFDGLDIDWEYPONADEARNFVELLATVRRELDAY SATLONYSHFEL
TVACPAGPTHFQRLDVPGMDOYLDFWNLMAYDYAGSWDOT SGHOANLHPSHDNPTSTPFSTDAATDFYTR
NGVAPSKIVLGMPIYGRAFENTDGPGRPYNGIGEGSWENGIFDYRVLPLOGSQEIYDOATGSSYCYNPQT
RELVSYDTPHASRVRAGY IREWGLGGGMWWESSGDRESHDSLIGIVVNEFGGPGALORRDNCIEYPQSKY

>gi|416029 |emb |CRAS53626.1| endochitinase [Triticum aestivum]
MRGVVVVAMLAAAFAVSAHAEQCGSQOAGGATCPNCLCCSKFGFCGSTSDYCGNGCQSQCNGCSGGGTRPVE
VPTPTGGGVSSIISOSLFDOMLLHRNDAACOARGFYNYGAFVARANSFSGFATTGGADVREREVARFLAQ
TSHETTGGWPTAPDGPYSWGYCFNQERGAASDYCSPNSOWPCAPGREYFGRGPIQISYNYNYGPAGRAIG
TDLLNNPDLVATDATVSFRTALWFWMTPOSPRPSSHDVITGRWSPSGADQAAGRVPGYGVITNIINGGLE
CGRGQDGRVADRIGEFYRRYCDLLGVTYGDNLDCYNQRPFA

>gi|2306811|gb|B2AB65776.1| class IV endochitinase [Vitis vinifera]
MAARLLTVLLVGALFGAAVAONCGCASGLCCSKYGYCGTGSDYCGDGCQSGPCDSSGSSVSDIVTQOSFEFFEFD
GIISQAASSCAGRNFYTRAAFLSALNSYSGFGNDGSTDANERREIAAFFAHVIHETGHFCYIEEINGASHN
YCDSSNTOYPCVSGONYYGRGPLOLTWNYNYGAAGNSIGEFNGLSNPGIVATDVVTSFRTALWEFWMNNVHS
VIGOGFGATIRAINGAVECNGGNTAAVNARVOYYRDYCSQLGASPGDNLTC
>gi|2306813|gb|2BB65777.1| class IV endochitinase [Vitis vinifera]
MAARLLTVLLVGALFGAAVAONCGCASGLCCSKYGYRGTGSDYCGDGCQOSGPCDSGSGSGSSVSDIVTQA
FFDGIINQAASSCAGENFYTRAAFLSALNSYSGFGNDGSTDANRREIAAFFAHVTHETGHFCYIEEINGA
SHNYCDSSNTQYPCVSGONYYGRGPLOLTWNYNYGAAGNSIGFNGLSNPGIVATDVVT SFRTALWFWMNN
VHSVLSOGFGATIQATNGAVECNGGNTAAVNARVOYYRDYCSQLGVSPGDNLTC

Supplementary Fig. 3 Protein sequences used for phylogenetics analysis.



